MS10
A Javascript based browser

For 1D genomic data taking input from 3D
models and genome based annotation
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a) Disparate data dimensions

* Genomic research produces spatial models and genome annotations.

* Bringing these together facilitates understanding and further research.
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a) Bringing together models and annotation

* Web-based technologies create accessible representations of the data.

* These are linked and the data overlaid to help visualize relationships.
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aD A javascript-based browser

* The browser imports 3D models and fetches basic annotations of genes.
* The user can also Add Tracks of experimental data in common formats.
¢ TADKit i < Drosophila melanogaster chrx:15590000-16600000 + Add Tracks Q 16095000
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E) TADKit online

* TADKkit can used locally or at: http://sgt.cnag.cat/3dg/tadkit/
* Currently it is being developed towards D3.2 and D3.2

¢ TADKit M < Drosophila melanogaster chrx:15590000-16600000 + Add Tracks Q 16095000
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MS10 Javascript based browser

For 1D genomic data taking input from 3D models
and genome based annotation
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